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It has been demonstrated, for the first time, that Basques show the oldest lineages in Europe 

for subhaplogroup U8a. Coalescence times for these lineages suggest their presence in the 

Basque country since the Upper Paleolithic. The European U8 phylogeography is congruent 

with the supposition that Basques could have participated in demographic re-expansions to 

repopulate central Europe in the last interglacial periods. 
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