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amplification was done with fluorescently labeled prim-
ers 5′-CTGTACTCCTGGGTAGCCTGT-3′ and 5′-AA-
GAACGATTGAACACACTAACTC-3′. The products
were separated by size on a 377 DNA Analyzer (Applied
Biosystems).

The 70 samples that carried the ancestral M82 allele
were genotyped for specific UEPs on the basis of the
identities of their Y STR haplotypes with the common
haplotype(s) of the specific haplogroup in the fully char-
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small groups of runaway slaves during the 17th and
18th centuries and of larger numbers after the abolition
of Gypsy slavery during the 19th century (Marushia-
kova and Popov 2001b) have spawned 150 socially di-
verse Romani populations in Bulgaria alone (Maru-
shiakova and Popov 1997). Our data indicate that
current genetic structure results mainly from the early
splits and divergent routes within Europe. Two pro-
cesses, genetic drift and different levels and sources of
admixture, appear to have played a role in the subse-
quent differentiation of populations. The effects of dif-
ferential admixture are illustrated by the distribution of
Y-chromosome haplogroups VI-52 and IX-104, whose
occurrence among the Roma reflects the reported clinal
distribution in Europe (Semino et al. 2000). Intrahap-
logroup diversities in the Roma are consistent with mul-
tiple independent admixture events. Similar examples
are provided by mtDNA haplogroups H (excluding the
two common lineages), X, T, and U5. The effects of
drift are likely to account for the different frequencies
of the major common lineages in the diverse Romani
populations (fig. 3), such as the uneven representation
of Y-chromosome haplogroup VI-56 and mtDNA hap-
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